Try these exercises to get more familiar with MaizeGDB.

Lisa Harper, CSHL Cereal Genomics course, Oct 2009

Simple search:

1.  Find these people;  yourself, Sarah Hake, David Jackson, Doreen Ware, Jin Li, try some more!

2.  Find these genes:  liguleless1  lg1, bronze1  bz1, waxy, zag3.  Find nearby SSRs

3  Find this probe:  p-shpl1

4.  Find a BAC.

5.  Find 50 images of a1 expression

Find something else you are interested in.  Once you have found it, send a feedback saying, "Lisa- I found (whatever you where searching for)!!".  I will automatically get an email to that effect.

Advanced searches:

1.  Find the best genetic map which contains kn1, or lg1, or your gene of choice.

2.  Generate a list of ALL the phenotypes in maizeGDB.  There are about 1050 of them.

3.  Download a tab delineated list of all SSRs that also have gel patterns shown.
4.  Find all the indels on chromosome 6.

5.  Find all QTLs located in bin3.09.

6.  Find this sequence BF727649.

7.  Find experiments in which grain yield was evaluated in B73.

8.  Using the Morgan 2 McClintock translator, and the UMC genetic 98 genetic map, find the cytological position of tub1 (position on genetic map: 11)

Genome Browser:

1.  Enter the Genome Browser for the MaizeGDB home page.  View the examples.  Click around and get familiar.

2.  In the Chr2:2,000,000..4,000,000 example, find the Mo17 SNP tracks, move it around.  Update the image showing ONLY the Mo17 SNPs.

3.  Use the search box to find the gene bz1 in the genome browser.  

4.  Use the search box to find the gene lg1 in the genome browser.  What is the difference between the bz1 gene and the lg1 gene on the browser?

5.  Go to NCBI, get the mRNA sequence for lg1, go to BLAST at MaizeGDB.  Now try to find lg1 in the genome browser.

6.  Find the gene rtcs1 (rootless concerning crown and seminal roots1).

7.  Find dek22.

8.  Find umc1228 and umc123 on the genome browser.  How many cM between them?  How many BACs are between them?  How many genes?
9.  Find mmp140 and bnlg1755.  How many cM are between them?  How many possible basepairs between them currently?  
10.  Try the same with the following pairs:

umc1491 and umc2061. 

kn1 and acs6.

as1 and rs2.

11.  rf2 is on chromosome arm 9S, and gl15 is on chromosome arm 9L.  At least 20% of the chromosome length is between these two loci by FISH, and much of that is heterochromatin.  How genetically close are they?  Look them up on the genome browser.  How close in sequence could they be?  Does this seem reasonable?  

12.  d3 and wx1 are both on chromosome arm 9S.  2.3% of the total chromosome length lies between them.  How genetically close are they?  Look them up on the genome browser.  How close in sequence could they be?  Does this seem reasonable?

13.  Pick a gene you are familiar with.  Find it on the "IBM2 2008 Neighbors" genetic map (if your gene is not on this map, pick another).  Find a gene that is 1 cM away.  Look up the 2 genes.  Report back to the class region of which chromosome your genes are on, what is the approximate number of base pairs between them, and how many BACs span that region. 
14.  Write down a list of other things you would like to be able to do in MaizeGDB, and give or e-mail the list to Lisa (ligule@berkeley.edu).  Thank you!!

Please remember that ANYTIME you have a question about MaizeGDB, you can call me, or email me, or visit me, or anyone on the MaizeGDB team!
